Background: Cancer risks of migrants might differ from risks of the indigenous population due to differences in socioeconomic status, life style, or genetic factors. The aim of this study was to investigate cancer patterns among children of Turkish descent in Germany.
Background
The population of migrants in Germany comprises more than 7 million people with a Non-German nationality, and about 8 million national Germans with a migrant background. Thus, about 15 million or 19% of the resident German population have a migration background. This figure includes former guest workers, who came to Germany in the 70ies and 80ies mostly from south east Europe, refugees from all over the world and naturalised or ethnic German migrants from the former Soviet Union [1] . The number of migrant children is increasing. About 1 million children aged 0-15 years currently have a NonGerman citizenship. The largest group of children with a Non-German citizenship in Germany are migrants from Turkey, comprising about 25% [2] . On the other hand, the number of naturalised children of Turkish origin with German nationality is increasing.
So far knowledge about the cancer risk of children with a migrant background in Germany is scarce. However, the available evidence indicates that the question is worth studying. There is evidence of world wide geographic variation in the incidence of childhood cancer [3] . In the Globocan 2002 database [4] , the incidence rates of children in Turkey and Germany show differences: in Turkey, children aged 0-14 years have a higher incidence of Hodgkin's disease and non-Hodgkin lymphoma and a lower incidence of leukaemia and brain tumours compared to German children. It is unclear whether this difference is due to methodological differences (different data quality, different ways of data collection, different completeness and representativeness) or is indeed an expression of real differences in incidence. In Sweden, Hemminki & Li found increased cancer risks for migrant children of different origins and for different diagnoses compared to Swedish children, e.g. for lymphoma among children with Turkish parents [5] .
In Germany, most routine health data do not contain valid and complete information on migrant status. Information on citizenship is unhelpful because it excludes the large and increasing number of migrants with German nationality. For example, the GCCR routinely collects no information relevant to migration status of registered cases. The underlying reasons are practical -the notifying physician or pathologist is often not aware of the migrant status of the diagnosed patient -rather than ethical. There is no legal requirement concerning in -or exclusion of indices of migrant status in a case report to the cancer registry. In consequence, migrant-specific analyses of cancer patterns or cancer risk are not available. This study, for the first time, presents data about childhood cancer for children with Turkish names in Germany.
Methods
In Germany, all cases of childhood cancer are registered in a central register, the German Childhood Cancer Registry (GCCR) in Mainz. Between 1980 Between -2005 ,259 cancer cases below 15 years of age have been registered with open names based on parental consent. The completeness of registration and the quality of data are high and comply with international standards. More than 95% of all childhood cancer cases are registered; only for brain tumours the proportion is slightly lower [6] . This high completeness was reached in 1987 for the area of the former Federal Republic of Germany and shortly after the German reunification in 1990 for the area of the former German Democratic Republic. While the GCCR data has been used for a number of epidemiologic analyses, so far no investigations stratified for migration background or ethnicity have been possible. As previously explained, In the GCCR no data about citizenship, ethnic background or place of birth have routinely been collected in the past. Therefore, little is known about the cancer risk of migrant children in general and of children of Turkish origin in Germany in particular.
We applied a recently developed name-based approach to identify children of Turkish origin in the data base of the GCCR, which has been successfully used in previous studies [7, 8] . The name algorithm is based on the high specificity of Turkish names as compared to German, central European, Arabic, or Asian names. This high specificity is the result of a name reform in Turkey in the 1930s when all inhabitants of Turkey had to adopt family names with a meaning in the Turkish language. Consequently, a person with a Turkish name has a very high probability of being of Turkish descent.
The name algorithm uses a list of more than 13,000 known Turkish family and first names to identify Turkish persons in the data base. It has an automatic part and a manual part. In the first automatic part, persons with names, which are definitely Turkish, were identified. Persons with names that are possibly Turkish or so called "doublets", i.e. rare names common in the German and Turkish language, were assessed in a second manual step by a native Turkish person, using all other available information (names of the parents, place of birth etc.) as far as available from patient records. To examine the performance of the name algorithm, all cases were checked again manually by a Turkish expert to create a 'gold standard'. A more detailed description of the methodology and performance of the name algorithm is published elsewhere [9] .
We classified the cancer cases into 12 diagnosis groups (Table 1) . Classification was adapted from the International Classification of Childhood Cancer [10] . We then calculated proportional cancer incidence ratios (PCIR) for these diagnosis groups and compared the relative incidence of individual cancers among Turkish and non-Turkish (for the most part German) children. PCIRs compare the proportion of one diagnosis site or group, in relation to all cancer cases. Thus, if 10% of all Turkish cases had brain tumours compared to 5% of all Non-Turkish cases, the PCIR would be 10% divided by 5%, resulting in a PCIR of 2. For PCIRs, confidence intervals can be calculated using established methods [11] .
In the analyses we stratified for age, sex, and year of diagnosis. This was necessary because the number of cases as well as the proportion of Turkish cases differed between 1980 and 2005 due to changes in the completeness of registration and the German reunification in 1990. To test for confounding or interactions we performed a multiple logistic regression using proportional incidence odds ratios with one diagnostic group as 'event' and the other diagnostic groups as 'control' including descent (Turkish versus Non-Turkish), age (in age groups), sex, and time period of diagnosis (in years) as independent variables. Incidence (or risk) ratios, like the PCIR, are in general more conservative than odds ratios due to the larger denominator in incidence ratios. Therefore we calculated the proportional cancer incidence odds ratios in a regression model only to check for confounding or interaction between the independent variables. Here we only show the crude and stratified PCIRs.
We considered different ways to conduct not only proportional analyses but to estimate actual incidence rates. For this purpose we evaluated different approaches to estimate the population under risk for the Turkish cases. However, only population data on children with Turkish nationality in Germany are available, which exclude the naturalised children of Turkish descent. We decided not use these data as this would have led to a substantial overestimation of the true cancer risk of the Turkish cases due to an underestimation of the population at risk.
Results
The name algorithm performed well with a high sensitivity and specifity, and we identified 1774 childhood cancer cases of Turkish descent ( Figure 1 ).
The proportion of cases with Turkish names is not dependent on sex or age group; this is true for all cancers as well as specific cancer diagnoses and years of diagnosis. The male-female ratio is 1.42 for cases with Turkish names and 1.27 for the comparison cases.
The PCIRs were close to one for most diagnostic groups. They were significantly above one for acute non-lymphocytic leukemia, Hodgkin's disease and Non-Hodgkin/ Burkitt Lymphoma ( Table 2 ). The observation of higher PCIRs for these three diagnostic groups was consistent, but not always statistically significant after stratification for sex (Table 3 &4 ), and age groups (see Additional file 1). The proportion of retinoblastoma was slightly lower among Turkish cases than among non-Turkish cases after stratification for age; nephroblastoma were significantly less frequent among Turkish children in the age group 5-<10 years (see Additional file 1). The PCIRs did not change in the regression model accounting for sex, age group and year of diagnosis (results of regression model not shown) and no confounding or effect modifications between the independent variables were found. Therefore we present the unadjusted PCIRs.
Discussion
Our study provides insight into the distribution of cancer among Turkish migrant children in Germany. This group of Turkish migrant children defined by their Turkish names stands for a group that has in common a descent from Turkey. Most of these children are the offspring of Turkish migrants who came to Germany after the 1960ies and hence are 2 nd generation migrants. The aim of this study was to compare the cancer patterns of this group to the patterns of the indigenous German population. The Turkish names used as indicator here allow drawing conclusions only about the common descent from a country (not the same ethnic group) as well as a common migration experience in the 1 st or 2 nd generation. This operationalisation of migrant status by descent from a country is commonly used in migrant research. It is, of course, a surrogate for a multidimensional set of factors including genetic, behavioural and contextual variables. The individual measurement of these factors was not possible in our retrospective, registry-based study.
The cancer diagnoses in our study are generally similarly distributed among Turkish and non-Turkish children and there is no evidence that the proportion of Turkish cases differs by age or sex group. For acute non-lymphocytic leukemia, Hodgkin's disease and Non-Hodgkin/Burkitt lymphoma, the proportions are slightly increased for Turkish children. This might be the result of a truly different cancer risk of Turkish children, for which possible Our study has several other limitations. We performed an explorative 'case only' analysis. The PCIR for one diagnosis group is by definition dependent on the PCIRs in the other diagnosis groups as all proportions jointly always have to sum up to 1. The PCIR is therefore not a measure of relative risk and is somewhat difficult to interpret. An increased PCIR for one cancer site could be the expression of lower case frequencies for other cancer sites. Even if the PCIR for one cancer site is increased, the overall cancer risk can still be much lower than in the comparison group.
Misclassification due to inaccurate classification of children with binational parents could also be a cause of bias.
Binational marriages between Turkish and German persons have been scarce in the past but are becoming more frequent over the last years. Currently there are about 79,000 Turkish-German marriages in Germany, representing about 10% of all marriages of Turkish persons.
Our findings are internally consistent. The increased PCIRs remained elevated after stratification for sex and age; no confounding by or interactions between these independent variables was found.
As a first step, epidemiologic studies on cancer among migrants such as ours frequently use a descriptive comparative approach and analyse the differences of cancer patterns between migrants and an indigenous/reference population. However, most studies on cancer among migrants focus on adult cancer [12] [13] [14] [15] [16] , and few studies on childhood cancer are available. In terms of aetiogical explanations for possible risk differences, migrant children might, besides their possibly different genetic background or different life style, be exposed to different patterns of infections. Concerning acute lymphoid leukaemia, an influence of infectious exposures caused by unusual population mixing, e.g. in heterogeneous and transient populations, is being discussed [17, 18] . On the other hand it has been suggested that reduced exposure to infections in very young children may be a risk factor for acute lymphoid leukaemia [19] possibly involving lack of stimulation of the immune system. Migrant children might be a population under particular risk for this cancer due to population mixing or increased contact to infectious agents.
Our study of cancer patterns, however, does not lend support to the hypothesis that migrant children of Turkish descent might have increased risks for acute lymphoid leukemia due to differing patterns of exposure to infectious agents. However, more detailed information is necessary for an in-depth assessment of this issue.
The increased PCIRs for lymphomas in our study are consistent with the findings of studies in migrant populations in other countries. Hemminki et al. found an increased risk for non-Hodgkin lymphoma for children of Turkish parents, especially for those less than 5 years of age [16] . Cummins et al. found an increased risk for lymphoma for South-Asian children in England [20] . The other elevated risks demonstrated in the study by Cummins et al., especially for leukemia, are not in line with our findings.
Because of the small number of Turkish cases for some cancer diagnoses and the resulting limited explanatory power of the respective PCIRs, we grouped the cancer cases in 12 diagnosis groups, including a group 'others'. A detailed analysis of the cancer diagnoses in this latter group showed an increased PCIR for cancer of the nasopharynx among Turkish migrants (PCIR = 2.4, KI = 1.0-5.8, data not shown). This estimate is based on only five Turkish cases and could be a chance finding. However, the result is consistent with the SIR of 8.2 for cancer of the nasopharynx that Visser and Leeuwen found among Turkish migrants in the Netherlands [21] . The increased SIR for cancer of the liver among Turkish migrants (SIR = 4.6) in their study is not supported by our findings, but again the number of Turkish cases with liver cancer in our study is small.
Our data on lymphoma and nasopharyngeal cancer could tentatively be interpreted as supportive of a higher proportion of cancers associated with the Epstein-Barr virus in children with a Turkish name. Indeed, data on childhood cancer from the Izmir registry in Turkey computed through the ACCIS system [22] indicate that EBV-related cancers may be more frequent in Turkey than in Germany. For the period 1993-96, Burkitt lymphoma incidence in Izmir was 4.4 per million children aged 0-14 (World Standard), against 1.1 per million in Germany. However, case numbers are very small and thus need to be interpreted with care. Nevertheless, this may be a point for further in-depth studies.
We were restricted to the 'case only' PCIR analysis, because of the difficulty to define the reference (denominator) population for the children of Turkish descent. The estimation of incidence rates was thus not possible in this study. A valid reference population for the Turkish cases would have been all children of Turkish descent living in Germany in the years 1980-2005. However, such a population estimate is not available. Population registries routinely collect information only on nationality but not on descent. Thus, naturalised children of Turkish descent are no longer identifiable. An earlier effort in the framework of this study to estimate the number of children of Turkish descent in the 'population under risk' using the name algorithm in a representative sample of the population of Germany was not successful due to major changes in the naturalisation law in the study period and large geographical variances in the proportion of Turkish migrants. In addition, population figures from the past are available only in very few regions of Germany. The large and changing differences between the proportion of Turkish children defined by their names and defined by nationality would introduce a considerable and uncontrollable numerator-denominator bias in estimating incidence rates.
The name-based approach once more proved to be a useful way to identify persons with Turkish descent in Germany. The name algorithm performed well and had high positive and negative predictive values [9] . The approach has some limitations: it can only be used to identify persons of Turkish descent, not migrants of other background and it does not differentiate between the migrant generations. Stratification by country of birth was not possible because in the database of the GCCR, the respective information is incomplete and not validated. Thus a comparison of different immigrant generations (born in Turkey vs. born in Germany) was not possible.
Conclusion
In the future, harmonized and standardized definitions in European countries, clearly defining who is classified as a migrant and who is not, would be very helpful. A harmonized definition of migrant populations based on a standardized set of variables (1 st , 2 nd Generation, country of birth, ethnicity etc.) would enable a comparable collection of migrant data in health-related and general population data bases and thus allow for linking data from 
